Figure S1 -Maximum likelihood phylogenetic tree showing the evolutionary relationships among the Brachypodium distachyo (Bdi), Cucumis sativus (Csa), Jatropha curcas (Jcu), Manihot esculenta (Mes), Oryza sativa (Osa), Populus trichocarpa (Ptr), Prunus persica (Ppe), R. communis (Rco), Setaria italic (Sit), Sorghum bicolor (Sbi) and Zea mays (Zma) RIPs. The primary clustered monocot RIPs are shown as white sectors, the RIPs corresponding to a Euphorbiaceae clade are indicated as gray sectors and the RIPs from R. communis clades are indicated in bold characters. The midpoint root and bootstrap values are also indicated.
